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AXehe dF8H g o] X8 J28 &
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g 27] o] FAHY HNE 7RI Yok
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2L AR E s 2-de Wl P 2E
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#oll i FzpEo] o] Fold iE A+

3 33 Ao
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sizes), Wzl A€o} o)A (ascertainment
bias) il E¥H S A3k 7iEd B4
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Histocompatibility Workshop & Conference).
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(RAST) 3132A1%0] b wge Bol: 3%
2 271 gEgos Agstn Aok

AFAEL MEFRAA 7|@AHA F3t
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Tl B dgol Aled P

W foksol AAG FA YEE HE &
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