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= Abstract =

This paper described a collaborative exercise intended to see what kinds of short tandem repeat (STR) loci
are used in different DNA typing laboratories in Korea and to compare their results for the demonstration
whether uniformity of DNA profiling results from different laboratory could be achieved in Korea.
Laboratories were asked to test five tissue DNAs using methods routinely used in each laboratory and to
report the results to the coordinating laboratory. The exercise demonstrated that each laboratory was using
different STR loci for the typing with different STR numbers, 2 VNTRs, 36 STRs and amelogenin in total,
and the direct comparison of the results from all the laboratory for the 18 loci could not be done as only one
laboratory submitted typing results. Among 21 loci for which several laboratories submitted typing results,
results for 14 loci were the same and results for the other 7 loci were different depending on the participat-
ing laboratory. D1S80, F13A01, D16S539, D21S11, D18S51, D3S1744 were the loci with different typing
results. Even in the cases where commercial kits were used, the results were not the same depending on the
machines used, that is the capillary electrophoresis or the gel based electrophoresis. The reason for the dif-
ferent results, points about the standardization of the methods and the profiling data were described.
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Table 1. Summary of the loci typed by several laboratories participated in this study. Only loci typed by certain lab
were marked with (0), and blank mean that lab did not typed that loci.

Locus lab-A, lab-B, lab-C, lab-D, lab-E, lab-F

[VNTR]
D1S80 0 0 0 0
YNZ22

[sold as ‘CTTv kit by Promega Co.]*1
THO1
TPOX
CSF1P0
vWA 0

[sold as 'FFFL kit by Promega Co.]*2
FESFPS 0
F13A01 0 0 0
LPL 0

F13B 0

[sold as silver STR III multiplex kit by Promega Co.J*3
D13S317 0 0 0 0 0 0
D78820 0 0 0
D16S539 0

[sold as "AmpFLSTR Profiler Plus kif by PE Applied Biosystems]
D3S1358

vWA 0 0
FGA

Amelogenin 0

D8S1179

D21S11

D18S51

D5S818 0
D13S317*3, 5 0 0
D75820*3 0

ACTBP2
CYP19
D6S366
FGA
GABARB1
MBP-F
MBP-G

D185849 0
D351744*4
D1251090 0

D55818*6

D138317*5 0
D195253

D352406

D2S1371
D8S1477
D12S391*4
D20S470
D4S2368 0
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Locus lab-A, lab-B, lab-C, lab-D, lab-E, lab-F
D7S821 0
D9S925 0
D6S1043 0

*1: 'CTT kit by Promega type the same loci as ‘CTTv kit except vWA, and "AmpFLSTR Cofiler kit by PE Applied
Biosystems can type CTT and Amelogenin, D3S1358, D165539, D75820, among which D3S1358, D7S820 are co-typed
with ‘AmpFISTR Profiler Plus kit , and D168539, D78820 are co-typed with ‘silver STR III multiplex kit .

*2: ‘FEV kit by Promega can type VWA of ‘CTTv kit and FESFPS, F13A01 of ‘FFFL kit .

*The way of visualization, such as silver staining or fluorescent labelling, was not marked in 1, 2.

*3 : can type D13S317, D7S820 as "AmpFISTR Profiler Plus kit .

*4 - The component loci of multiplex PCR in lab-A and C are thought to be different.

*5 - This loci was included in ‘AmpFLISTR Profiler Plus kit and ‘silver STR III multiplex kit .

#6 - This loci was included in ‘AmpFLSTR Profiler Plus kit .

* - The loci sited twice were underlined.
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Table 2. Summary of the STR loci for which different laboratories gave the same results.

Loci samplel, sample2, sample3, sample4, sample5
[VNTR]

D1S80*

YNZ22& 1-4 5=5 4-7 =T 4-10
[sold as ‘CTTv kit by Promega Co.]

THO1 7-9 7-9 9-9 7-9 9-9
TPOX 8-11 8-9 8-10 8-11 8-11
CSF1P0 12-12 12-13 11-12 11-12 12-12
vWA 14-17 14-17 14-14- 15-17 16-19
[sold as ‘FFFv kit by Promega Co.]

FESFPS 12-12 11-13 11-13 11-12 10-12
F13A01*

LPL& 10-12 10-12 10-10 10-12 8-10
F13B& 9-10 10-10 10-10 8-10 10-10
[sold as “silver STR III multiplex kit by Promega Co.]

D13S317& 8-12 9-11 12-12 9-9 10-12
D78820& 9-11 11-11 9-11 8-10 11-13
D16S539*

[sold as "AmpFISTR Profiler Plus kit by PE Applied Biosystems]

D351358*

vWA 14-17 14-17 14-14 15-17 16-19
FGA 19-23 21-24 20-27 22-23 23-27
Amelogenin X-X X-X X-Y X-X X-X
D8S1179 11-14 12-13 15-16 ) 13-13 10-13
D21S11*

D18S51*

D5S818 10-11 11-12 11-11 11-12 10-11
D13S317 8-12 9-11 12-12 9-9 10-12
D78820 9-11 11-11 9-11 8-10 11-13
ACTBP2& 14-20 17-21 3-4 17-20 8-18
CYP19& 10-11 5-11 5-6 6-10 6-10
D6S366& 13-13 12-14 12-13 13-13 12-12
FGA& 18-22 20-23 19-26 21-22 22-26
GABARB1& 12-13 14-15 13-14 13-14 13-15
MBP-F& 8-8 8-8 6-6 3-8 89
MBP-G& 4-5 5-6 5-5 1-4 4-5
D18S849& 15-17 15-17 15-17 14-15 15-17
D3S1744*

D1251090& 26-27 12-14 11-26 11-12 11-25
D5S818 10-11 11-12 5 11-11 11-12 10-11
D13S317#1 8-12 9-11 12-12 9-9 10-12
D19S253 11-14 7-11 11-13 11-12 10-12
D3S2406 38-42 33-33 36-38 33-34 35-39
D2S1371& 13-14 11-16 11-12 12-13 12-12
D8S1477& 13-15 16-18 17-18 14-17 15-18
D12S391 18-18 18-19 19-20 15-19 18-21
D20S470& 10-16 10-16 13-14 11-14 13-15
D4S2368& 11-12 11-12 11-12 11-12 11-11
D758821& 15-16 13-17 14-14 15-16 16-17
D95925& 16-17 16-16 13-15 15-17 15-17
D651043& 11-13 11-13 13-18 11-14 11-14

- Some laboratories submitted results for K562 cell line, but this was not recorded.

*; Results for STR loci for which different laboratories gave the different results were left blank. Detailed results is in Table 3.
& ; Only one laboratory submitted results and could not be compared.

#1 ; One laboratory was using different designation system and indicated it.



Table 3. Summary of the STR loci for which different laboratories gave the different results.

Loci samplel, sample2, sample3, sample4, sample5
[VNTR]

D1S80*

Lab-1 18-18 22-30 22-24 22-23 26-28
Lab-2 19,41 24-36 24-27 24-25 28-30
Lab-3 18-18 24-24 24-27 24-25 28-30
Lab-4 19-19 25-36 25-29 25-26 29-30
[sold as ‘FFFv kit by Promega Co.]

F13A01#1, *

Lab-1, 2 4-6 6-6 5-6 3.2-6 3.2-6
Lab-3 4-6 6-6 5-6 4-6 4-6
[sold as ‘silver STR III multiplex kit by Promega Co.]

D16S539*

Lab-1 12-12 11-13 12-13 9-10 11-11
Lab-2, 3 13-13 11-13 12-13 9-10 11-11
[sold as ‘AmpFISTR Profiler Plus kit by PE Applied Biosystems]

- D351358*

Lab-1, 2 15-17 17-17 14-15 15-17 16-17
Lab-3 16-18 18-18 15-16 16-18 17-18
-D21S11*

Lab-1, 2, 3 30-30.2 30-30 29-29 31-31 29-30
Lab-4 30-32.2 30-30 29-29 31-31 29-30
- D18S51*

Lab-1,2,3 13-16 14-14 13-17 14-14 14-15
Lab-4 13-17 14-14 13-18 14-14 14-15
D3S1744*

Lab-1 15-19 16-18 15-18 20-22 16-19
Lab-2 13-17 14-16 13-16 18-20 14-17

- The lab number did not designate the same laboratory in each locus.
#1 ; One laboratory designeted allele 3.2 for sample4, 5 as (4.
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